
— TABLE 3a 

Predicted human Uroplakln lb, II and III peptides that bind to 

HLA-A2 



Peptide i Start 

Position 


Sequence 


SEQ ID 
NO: 


"Jr: pi akin Ib/Pl 239 


AILcWTFWV 


5 0 


■Jr : pl akin Ib/P-2 i 9 2 


FILMFIVYA 


5 i 


'Jroplakin Ib/P3 ■ 2 9 


LTAFoIFFV 


C ■ 


~ T r . clakin Ib/P4 1 L 54 


MLCOXCCGV 


c ■■. 


Yroplakin Ib/P-5 2 40 


ILC'-aTFWVL 


5-1 


■Jr-:=plakin Ib/P'Y. \ c 6 


KILLAYFIL 


C ' 5 


'Jroplakin Ib/E7 | 64 


rVGICLFCL 


- 


Jfrcplakin II/': 1 161 


VLLcYAMFL 


o ■' 


Vr : pi akin 11/ 9 j 162 


LLSVAMFLL 




"Jroplakin III/ 2.1 j 214 


I LG3LPFFL 


.5 9 


Vroplakin 1 1 1/2 .2 


1 2 8 


i:lxaylvrv 




_ . 

1 1 1 


Vr-: pi akin III / 2 . 3 


2 2 1 


FL2YG FAjJA 






■Jroplakin 1 1 1/3. 4 


2 0 


NLQE'-liLASV 






Vroplakin III/:- . 5 


4 7 


cmfd::kfal 






Uroolakin 1 1 1/2 . 6 




YLYY2JJP JA 






Tyrosinase 


3 6 8 


YM13GTMS2Y 




03 



Table 3a shows the sequences of the peptides tested m single 
letter amino acid code and their starting position in the 
intact protein (accordincr to NCBI accession nos. 3298345 
(peptides 3.1-3.6), 3483011 (peptides 8 and 9), and 3721858 
(pept ides B1-B7 ) . -- 



Please replace the paragraph beginning at page 43, 



line 21, with the following rewritten paragraph: 



. r i r - 



^ppin 



No 



744, 



— TABLE 9 

Predicted human Cripto-1 derived peptides that bind to HLA 



Peptide 


Start 
Posi tion 


Sequence 


SEQ ID 
NO: 


Cr ip-t 
C r ipt 


:-l/Cl 


5 


P71ARF3 Y3V 


6 3 


:-l/C2 


151 


GLVT4DEHLY 


6 7 


C r ip<t 


: -1/ Co 


1 4 5 


FLPliCDGLV 


6 3 


Cr ipt 


o-l/Ci 


3 9 


cmlgcfcac 


6 9 


C r ip-t 


:>-l/C5 


4 5 


Y LA FFCC'S I 


7 m 


Cr ip-t 


0-1/C3 


1/ 3 


WLPYKC5LC 


7.1 


Cr ip-t 


I.-1/C7 


3 5 


otjjggtcml 


7 2 


Cr ip-t 


0-1/C8 


1 ^ 6 


KLVGICL5 I 


7 3 


Cr ip-t 


0-1/C9 


2 3 


felglvagl 


74 


Cr ip-t 


j-1/CIO 


5 




7 5 


Cr ip-t 


i-l/Cll 


3 3 


C.LITEGTCML 


7 6 


Cr ip't 


I--1/C12 


1^ 6 


KLAGI CL 5 I 


77 



Table 9 shows the sequences of the p-eptides tested in singl 
letter amino acid code and their starting position in the 
intact protein (according to NCBI accession nos . 117473 (CI 
C9) and 521120 (C10-C12) \-~ 



